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At initial stage of XLE development using aliquots of standard reference material of human serum and pooled human plasma, we have tested
and decided n=4 is sufficient to compare XLE to LLE and SPE methods. More experimental replicates were added to get n=9-16 for more
accurate estimate of quantitative measurements. As a pilot to demonstrate utility of XLE in human biospecimens, n=80 were used to analyze
archival plasma samples; n=11 and 5 were used to analyze donated lungs and thyroids and the sample size was determined by availability of
the organs.

No data was excluded.

XLE procedure experiments were repeated 2-3 times at sets of n=3-5 and representative results were presented. Recovery of standards and
quantification of chemicals in SRM were repeated two times and the results were included and combined for a total of n=9-16, all of which
were presented. Reference standardization validation in human plasma was replicated with a different subset of samples. Quantification of
chemicals in a subset of 2 lung samples were repeated twice. All replications generated similar results.

Samples of human biospecimens were randomized and allocated to batches for instrumental analysis.

The investigators were blinded to the demographic information of human participants.




